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Gene Expression in 53 tissues from GTEx RNA-seq of 8555 samples (570 donors)

H3K27Ac Mark (Often Found Near Regulatory Elements) on 7 cell lines from ENCODE

DNase I Hypersensitivity Peak Clusters from ENCODE (95 cell types)
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No such file or directory
Can’t open /gbdb/hg38/bbi/wgEncodeReg/wgEncodeRegMarkH3k27ac/wgEncodeBroadHistoneGm12878H3k27acStdSig.bigWig to read

Layered H3K27Ac


