Scale chr19:

RefSeq Curated

NONHSAG076889.1 NONHSAG026488.2 NONHSAG026490.2 NONHSAG076598.2 NONHSAG076242.1 NONHSAG076599.2 NONHSAG076243.1 NONHSAG076244.1 NONHSAG109426.1 NONHSAG076245.1 NONHSAG109427.1 NONHSAG026495.2 NONHSAG076246.2 NONHSAG026498.2 NONHSAG026499.2 NONHSAG026500.2 NONHSAG026501.2 NONHSAG026504.2 NONHSAG026505.2 NONHSAG026506.2 NONHSAG026507.2 NONHSAG026508.2 NONHSAG026509.2 NONHSAG026510.2 NONHSAG026511.2 NONHSAG076247.1 NONHSAG026512.2 NONHSAG076891.1 NONHSAG076892.1 NONHSAG026514.2 NONHSAG026515.2 NONHSAG026516.2 NONHSAG026517.2 NONHSAG076248.1 NONHSAG109658.1 NONHSAG026518.2 NONHSAG026520.2 NONHSAG026521.2 NONHSAG026523.3 NONHSAG026524.2 NONHSAG026525.2 NONHSAG076601.1 NONHSAG026526.2 NONHSAG026527.2 NONHSAG076249.1 NONHSAG026528.2 NONHSAG076250.1 NONHSAG076893.1 NONHSAG076602.1 NONHSAG076603.1 NONHSAG076604.1 NONHSAG076251.1 NONHSAG076894.1 NONHSAG026531.2 NONHSAG076605.1 NONHSAG076895.1 NONHSAG076896.1 NONHSAG076897.1 NONHSAG076898.1 NONHSAG026534.2 NONHSAG026536.2 NONHSAG076606.1 NONHSAG026538.2 NONHSAG026539.2 NONHSAG026540.2 NONHSAG026541.2 NONHSAG026542.2 NONHSAG076252.1 NONHSAG076607.1 NONHSAG076608.1 NONHSAG076609.1 NONHSAG109659.1 NONHSAG026543.2 NONHSAG026544.2 NONHSAG026546.2 NONHSAG026547.2 NONHSAG026550.2 NONHSAG109428.1 NONHSAG109660.1 NONHSAG076253.1 NONHSAG026552.2 NONHSAG026553.2 NONHSAG109661.1

NONHSAT180884.1 NONHSAT067862.2 NONHSAT067866.2 NONHSAT240182.1 NONHSAT179940.1 NONHSAT180567.1 NONHSAT240183.1 NONHSAT180568.1 NONHSAT240184.1 NONHSAT240185.1 NONHSAT240186.1 NONHSAT179941.1 NONHSAT179942.1 NONHSAT239541.1 NONHSAT179943.1 NONHSAT239542.1 NONHSAT067873.2 NONHSAT179944.1 NONHSAT239543.1 NONHSAT067876.2 NONHSAT067877.2 NONHSAT067879.2 NONHSAT067880.2 NONHSAT067885.2 NONHSAT067886.2 NONHSAT067887.2 NONHSAT067888.2 NONHSAT067889.2 NONHSAT067892.2 NONHSAT067895.2 NONHSAT067896.2 NONHSAT067897.2 NONHSAT179945.1 NONHSAT067898.2 NONHSAT180886.1 NONHSAT180887.1 NONHSAT067900.2 NONHSAT067901.2 NONHSAT180569.1 NONHSAT067906.2 NONHSAT179946.1 NONHSAT240187.1 NONHSAT067909.2 NONHSAT067913.2 NONHSAT180570.1 NONHSAT067914.2 NONHSAT180571.1 NONHSAT240188.1 NONHSAT067918.2 NONHSAT067917.2 NONHSAT067919.2 NONHSAT067920.2 NONHSAT240189.1 NONHSAT067921.2 NONHSAT067922.2 NONHSAT067923.2 NONHSAT067924.2 NONHSAT180572.1 NONHSAT067925.2 NONHSAT180573.1 NONHSAT179947.1 NONHSAT180574.1 NONHSAT067927.2 NONHSAT179948.1 NONHSAT180888.1 NONHSAT180575.1 NONHSAT180576.1 NONHSAT180577.1 NONHSAT179949.1 NONHSAT180889.1 NONHSAT067931.2 NONHSAT180579.1 NONHSAT180578.1 NONHSAT180580.1 NONHSAT180890.1 NONHSAT180891.1 NONHSAT180892.1 NONHSAT180893.1 NONHSAT067934.2 NONHSAT067936.2 NONHSAT180581.1 NONHSAT179950.1 NONHSAT067944.2 NONHSAT179951.1 NONHSAT067949.2 NONHSAT067951.2 NONHSAT179952.1 NONHSAT180582.1 NONHSAT180584.1 NONHSAT180583.1 NONHSAT180586.1 NONHSAT180585.1 NONHSAT240190.1 NONHSAT067953.2 NONHSAT067954.2 NONHSAT067956.2 NONHSAT067959.2 NONHSAT067962.2 NONHSAT067963.2 NONHSAT067965.2 NONHSAT239544.1 NONHSAT240191.1 NONHSAT179953.1 NONHSAT067968.2 NONHSAT067970.2 NONHSAT067972.2 NONHSAT240192.1 NONHSAT240193.1

OMIM Alleles

DNase Clusters

SINE LINE LTR DNA Simple Low Complexity Satellite RNA Other Unknown

500 kb hg38 54,500,000 55,000,000 GENCODE v24 Comprehensive Transcript Set (only Basic displayed by default)

RefSeq gene predictions from NCBI

NONCODE_v5_Gene

NONCODE_v5_lncRNA

OMIM Allelic Variants

Gene Expression in 53 tissues from GTEx RNA-seq of 8555 samples (570 donors)

H3K27Ac Mark (Often Found Near Regulatory Elements) on 7 cell lines from ENCODE

DNase I Hypersensitivity Peak Clusters from ENCODE (95 cell types)

Repeating Elements by RepeatMasker

VSTM1 VSTM1 VSTM1 VSTM1 VSTM1 VSTM1 TARM1 TARM1 OSCAR OSCAR OSCAR OSCAR OSCAR OSCAR OSCAR OSCAR OSCAR OSCAR OSCAR NDUFA3 NDUFA3 NDUFA3 NDUFA3 NDUFA3 NDUFA3 NDUFA3 NDUFA3 NDUFA3 NDUFA3 NDUFA3 NDUFA3

TFPT TFPT TFPT TFPT NDUFA3 NDUFA3

PRPF31 PRPF31 PRPF31 PRPF31 PRPF31 PRPF31 PRPF31 PRPF31 PRPF31 AC012314.8

CNOT3 CNOT3 CNOT3 CNOT3 CNOT3 CNOT3 CNOT3 CNOT3

CNOT3 CNOT3 LENG1

TMC4 TMC4 TMC4 TMC4 TMC4 TMC4 TMC4 TMC4 TMC4 TMC4

MBOAT7 MBOAT7 MBOAT7 MBOAT7 MBOAT7 MBOAT7

MBOAT7

MBOAT7 MBOAT7 MBOAT7 MBOAT7

MBOAT7 MBOAT7 MBOAT7

TSEN34 TSEN34 TSEN34 TSEN34 TSEN34 TSEN34 TSEN34

AC012314.20

RPS9 RPS9 RPS9 RPS9 RPS9 RPS9 RPS9 RPS9 RPS9 RPS9 RPS9 RPS9 RPS9 LILRB3 LILRB3 LILRB3 LILRB3 LILRB3

LILRB3 LILRB3 LILRB3 LILRB3 CTB-83J4.1

LILRA6 LILRA6 LILRB2 LILRA6 LILRA6 LILRB5 LILRB5 LILRB5 LILRB5 LILRB5

RNU6-1307P

LILRB2 LILRB2 LILRB2 LILRB2 LILRB2 LILRB2 LILRB2 LILRB2 MIR4752

LILRA5 LILRA5 LILRA5 AC008984.2 LILRA5 LILRA5

LILRA4 LILRA4

LILRA4

LAIR1

LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1

LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1 LAIR1

TTYH1 TTYH1

TTYH1

TTYH1 TTYH1 TTYH1 TTYH1 TTYH1 TTYH1

TTYH1 TTYH1 TTYH1 TTYH1

TTYH1

AC008746.3

TTYH1

CTD-2587H19.2

TTYH1 TTYH1

CTD-2587H19.3 AC008746.12 LENG8-AS1 LENG8-AS1 LENG8-AS1

LENG8

LENG8 LENG8 LENG8 LENG8 LENG8 LENG8 LENG8 LENG8 LENG9 CDC42EP5 CDC42EP5

LAIR2

LAIR2

LAIR2 LAIR2

KIR3DX1

KIR3DX1 KIR3DX1 KIR3DX1

KIR3DX1 KIR3DX1 KIR3DX1 KIR3DX1

LILRA2

LILRA2 LILRA2 LILRA2 LILRA2 LILRA2 LILRA2 LILRA1 LILRA2 CTB-83J4.2

LILRA1

LILRA1 LILRA1

LILRA1 LILRA1

LILRB1

AC245036.1

LILRB1

LILRB1 LILRB1 LILRB1

LILRB1 LILRB1 LILRB1 LILRB1

LILRB1 LILRB1 LILRB1 LILRB1 AC009892.10 LILRB4 LILRB4 AC245036.6 AC245036.3 AC245036.5 AC245036.4 AC245036.2 MIR8061

LILRB4

LILRB4 LILRB4 LILRB4

LILRB4 LILRB4

LILRB4

LILRB4

KIR3DL3

CTB-61M7.1

KIR2DL3

KIR2DL1 KIR2DL1 KIR2DL4 KIR2DL4 KIR2DL4 KIR2DL4 KIR2DL4 KIR2DL4 KIR2DL4 KIR2DL4 KIR2DL4 KIR3DL1 KIR3DL1 KIR3DL1 KIR3DL1

KIR2DS4

KIR2DS4

KIR3DL2

KIR3DL2 RNU6-222P

FCAR FCAR FCAR FCAR FCAR FCAR FCAR FCAR FCAR FCAR FCAR FCAR

FCAR CTB-61M7.2

NCR1

NCR1

NCR1 NCR1 NCR1

NCR1 NCR1 NCR1 NLRP7 NLRP7 NLRP7 NLRP7 NLRP7 NLRP7

NLRP7

NLRP7

NLRP7 NLRP2

NLRP2

NLRP2 NLRP2 NLRP2 NLRP2 NLRP2 NLRP2 NLRP2 NLRP2 NLRP2 NLRP2 NLRP2 NLRP2

NLRP2

NLRP2

NLRP2 NLRP2 NLRP2

Metazoa_SRP CTC-550B14.7 CTC-550B14.7

GP6

GP6

GP6 GP6 CTC-550B14.6 GP6

CTC-550B14.7

RDH13 RDH13 RDH13 RDH13 RDH13 RDH13 RDH13 RDH13 RDH13

RDH13

RDH13

RDH13

RDH13

RDH13

RDH13 RDH13

RDH13 RDH13

RDH13

RDH13 RDH13 RDH13

RDH13

EPS8L1

EPS8L1 EPS8L1 EPS8L1

EPS8L1 EPS8L1

EPS8L1 EPS8L1

EPS8L1

EPS8L1

EPS8L1 EPS8L1 EPS8L1 EPS8L1 EPS8L1

VSTM1 OSCAR NDUFA3 TFPT PRPF31 AC012314.8

LENG1

TSEN34

AC012314.20

RPS9

AC012314.19 CTB-83J4.1

AC010492.2 AC010492.4

LILRB5

RNU6-1307P

MIR4752

AC010518.3 AC008984.5 AC008984.7

LILRA5

AC008984.6

LILRA4

AC008746.10

AC008746.3

CTD-2587H19.3

AC008746.12

LENG8-AS1

AC008746.5 CDC42EP5

LAIR2 AC008746.9

KIR3DX1 AC009892.2

LILRA2

CTB-83J4.2

LILRA1

AC009892.5 AC245036.1 AC009892.10

LILRB4 VN1R105P

AC009892.9

AC011515.2

AC098784.1 CTB-61M7.1

KIR3DL3

KIR2DL3

KIR2DP1

KIR2DL1

KIR3DP1

KIR2DL4

KIR3DL1

KIR2DS4

KIR3DL2

RNU6-222P

FCAR

CTB-61M7.2

NCR1 NLRP7

NLRP2 CTC-550B14.1 CTC-550B14.7

GP6 RDH13

CTC-550B14.6

EPS8L1

No such file or directory Can’t open /gbdb/hg38/bbi/wgEncodeReg/wgEncodeRegMarkH3k27ac/wgEncodeBroadHistoneGm12878H3k27acStdSig.bigWig to read

Layered H3K27Ac