Scale 100 kbl { hg38

¢}
chrl7: 52,500,000 | 52,550,000 | 52,600,000 | 52,650,000 |
RP11-42901.1 GENCODE v24 Comprehensive Transcript Set (only Basic displayed by default)

RefSea Curated

RefSeq gene predictions from NCBI
. NONCODE_v5_Gene

NONHSAG022235.2 H

NONHSAG074268.1 [
_NONCODE _v5_IncRNA

NONHSAT054764.2 H

NONHSAT177040.1 [

OMIM Allelic Variants

OMIM Alleles
Gene Expression in 53 tissues from GTEx RNA-seq of 8555 samples (570 donors)
RP11-42901.1 22252>5555555555353535555555555333353353553535533335335>5>

H3K27Ac Mark (Often Found Near Reaulatorv Elements) on 7 cell lines from ENCODE
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