Scale

20 basest i hg38
chro: | 133,274,460 | 133,274,470 | 133,274,480 | 133,274,490 | 133,274,500 |
~->TGAAGCGACGTTGTTGTCTGGGTAAATACTCAATTCATCTTCTGGCGCCAAGAAAATTAAGGA

ABO GENCODE v24 Comprehensive Transcript Set (only Basic displayed by default)

ABO

ABO

RefSeq gene predictions from NCBI
RefSea Curated
NONCODE_v5_Gene
NONHSAG053685.3
NONCODE_v5_IncRNA

NONHSAT257890.1
NONHSAT135293.2

11 . OMIM Allelic Variants
Gene Exporession in 53 tissues from GTEx RNA-sea of 8555 samples (570 donors)
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H3K27Ac Mark (Often Found Near Reaulatorv Elements) on 7 cell lines from ENCODE
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